The title compound, C 15 H 23 NO 3 S, is an unexpected 1,3-migration product in the addition of benzylzinc bromide to Ntert-butanesulfinyl iminoacetate. In the crystal structure, molecules are linked by N-HÁ Á ÁO hydrogen bonds and weak C-HÁ Á ÁO hydrogen bonds. 
Related literature

Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Ellman et al., 2002; Stockman et al., 2006; Lin et al., 2008) . In our research on the asymmetric addition of organozinc reagents to chiral N-tert-butanesulfinyl iminoacetates, an unexpected rearrangement product was obtained instead of the desired nucleophilic addition product. The structure of the compound obtained by 1,3-migration of the tertbutyl group was determined to be (2S)-ethyl 3,3-dimethyl-2-((S s )-benzylsulfinylamino)butanoate. The reaction sequence (Sun et al., 2008) is briefly shown in Fig. 4 . The absolute configuration at the sulfur atom (as determined by the Flack parameter) is S as in the starting material. The new chiral center at C1 also exhibits an S-configuration. We believe this unusual rearrangement reaction could be developed to be a novel and convenient approach to prepare tert-leucine. 
To a solution of ethyl N-(tert-butanesulfinyl)iminoacetate (1 mmol) and Ni(acac) 2 (10 mol%) in anhydrous THF (10 ml) was added freshly prepared benzylzinc bromide (2.5 ml, 1 M in THF) at 195 K under an argon atmosphere. Then the mixture was allowed to warm to room temperature. After stirring for another 6 h, the reaction was quenched with saturated aqueous NH 4 Cl (4 ml). The mixture was extracted with EtOAc (10 ml) twice. The combined organic phases were washed with brine and dried with anhydrous Na 2 SO 4 . After concentrating under reduced pressure, the residue was purified by silica gel chromatography to give the title compound (yield: 47%). Suitable crystals were obtained by recrystallization from acetone 
Refinement
Hydrogen atoms bonded to carbon were generated geometrically (C-H = 0.93, 0.98, 0.97 or 0.96 Å for phenyl, tertiary, methylene or methyl H atoms respectively) and refined in the riding model approximation. The hydrogen atom bound to the N atom was located from a difference density Fourier map, was refined isotropically and the N-H distance was restrained to 0.86 (2) Å. The displacement parameters of methyl H atoms were set to 1.5 times U eq of the equivalent isotropic displacement parameters of their parent atoms, while those of other H atoms bound to C were set to 1.2 times U eq .
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